
SEQUENCE LISTING 

<110> Dai, Kel 

Yang, Chin-Chang 

<120> HUMAN N0C2 -RELATED GENE VARIANTS ASSOCIATED WITH LUNG CANCER 
<130> U 013654-2 

<140> 09/964,275 
<141> 2001-09-26 

<160> 10 

<170> Patentln version 3.1 

<210> 1 

<211> 2385 

<212> DNA 

<213> HOMO SAPIEN 

<400> 1 

ggctcctcat ctggaacacc tcgggtcacc cccgacaacg gtggtgggag ggagagcggc 
ctcctcctcc ctggtggggc ctgtctgggt gaagcccctc tgttcccgag gatcgtccca 
acccccagcc gggtgctccg agccatggcc gacaccatct tcggcagcgg gaatgatcag 
tgggtttgcc ccaatgaccg gcagcttgcc cttcgagcca agctgcagac gggctggtcc 
gtgcacacct accagacgga gaagcagagg aggaagcagc acctcagccc ggcggaggtg 
gaggccatcc tgcaggtcat ccagagggca gagcggctcg acgtcctgga gcagcagaga 
atcgggcggc tggtggagcg gctggagacc atgaggcgga atgtgatggg gaacggcctg 
tcccagtgtc tgctctgcgg ggaggtgctg ggcttcctgg gcagctcgtc ggtgttctgc 
aaagactgca ggaaggtctg gaagaggtcg ggggcctggt tctacaaagg gctccccaag 
tatatcttgc ccctgaagac ccctggccga gctgatgagc cccagttccg accttggccc 
acggaaccgg cagagcgaga gcccagaagc tctgagacca gccgcatcta cacgtgggcc 
cgaggaagag tggtttccag tgacagtgac agtgactcgg atcttagctc ctccagccta 
gaggacagac tcccatccac tggggtcagg gaccggaaag gcgacaaacc ctggaaggag 
tcaggtggca gcgtggaggc ccccaggatg gggttcaccc aacccgcggg ccacctcttt 
gggttgcaga gcagcctggc cagtggtgag acgggcacag gctctgctga cccgccaggg 
ggagggacag gctctgctga cccgccaggg ggaccccgcc ccgggctgac ccgaagggcc 
ccggtaaaag acacacctgg acgagccccc gctgctgacg cagctccagc aggcccctcc 
agctgcctgg gctgaggtgt ctggtgcctg gaacagactt ccctgtggag gattcctgcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
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agaccctgcc 


cggctcctcc 


ctgaccggtc 


cttgtgccct 


caccagacac 


cctgttggcc 


1140 


atgactcaac 


aaaccagtgt 


tqgqaqccqt 

3 3 3 3 3 


ctgcctcccc 


agctcagtgc 


ctttctgcac 


1200 


cccttctctc 


ctggggagct 


gtctgcatcc 


gccaccccct 


ccaaccactg 


ccctcagccc 


1260 


ccgaccttat 


ttattaccct 


cccctcccac 


acccccaatc 


tacctggtga 


tgattttaag 


1320 


tttgcgcgtg 


tcttgggttg 


ggctgggggg 


tttcccacat 


gcagtgtcag 


aggggccgcc 

3333 3 


1380 


cqgtggggct 


atctccgttg 


ctatattaat 


ggcaagacta 


aatgaaacct 


agggcacggc 


1440 


ctccgaagct 


gcgtgtggcc 


ccttagaggt 


gagcatcaga 


gccagagcag 


tqaqqqqqaq 


1500 


actcacccac 


cctctccctc 


tcccttcagc 


tctgggaggc 


aqqcqcaqtq 

33 3 3 3 


cccccctccc 


1560 


atqqqctqqc 


ccaggaccgc 


qqqtqaaacc 


tqqqtctqtt 

333 ^ 


tagtttcttt 


ggtttttgta 


1620 


tgtttgtttg 


tttttgacac 


agtctcgctt 


tgttgcccag 


qctqqqqtqc 

ZJ 3 ZJ ZZJ ZZ* ZZJ 


agtggcacga 


1680 


tcgcggctca 


ctgcaacctc 


cacctcccgg 


gctcaagcga 


ttctctcacc 


tcagcctcct 


1740 


qaataqqtqq 

ZJ 1J D ZJ ZJ 


gattacagat 


gcccgccacc 


acacccagtt 


aatttttgta 


tttttagaag 


1800 


agatggggtt 


tctccatgtt 


ggccaggctg 


gtcttgaact 


cctggtctca 


agtgatccgc 


1860 


ccgcctcggc 


ctcccaaagt 


gctgggatta 


caqqtqtqaq 


ccaccgcacc 


caatcctatt 


1920 


aggtttcttt 


gaatcccctc 


atggcctgcc 


tggtttttgc 


tcagcctgtc 


ttcagcttga 


1980 


ggagctggga 


agctctggtg 


gatgctatga 


actcacttgc 


tgaagagcag 


cgttcaggtg 


2040 


catccccagc 


caqqqcacqt 

ZJ ZJ ZJ ■ ~ 


ggctccctca 


gccatgaatt 


cacttctctt 


caggaggttt 


2100 


qqcttqqcat 


gaaaatactt 


cattcagagt 


atgggcaaat 


gcttctggaa 


aacccttccc 


2160 


tgaagagaga 


gaacgtgtgt 


qtqtqtqtcq 

ZJ ZJ J J Z3 


gtgatcacac 


cctcccatcc 


ttcctgcctc 


2220 


ctgccccaaa 


ccccgggttc 


ctqqqtctqq 


aagggccttc 


tctccaagct 


qqqaqctcct 

333 3 


2280 


gggcccccac 


cattcacttt 


ttgtccttgc 


tgctggcaaa 


cagtaaagaa 


actcactttc 


2340 


cctgtggcac 


gttatgcttc 


agaattaaaa 


caatgaagat 


taaaa 




2385 



<210> 2 

<211> 296 

<212> PRT 

<213> HOMO SAPIEN 

<400> 2 



Met Ala Asp Thr lie Phe Gly Ser Gly Asn Asp Gin Trp Val Cys Pro 
15 10 15 



Asn Asp Arg Gin Leu Ala Leu Arg Ala Lys Leu Gin Thr Gly Trp Ser 
20 25 30 



Val His Thr Tyr Gin Thr Glu Lys Gin Arg Arg Lys Gin His Leu Ser 
35 40 45 



Pro Ala Glu Val Glu Ala lie Leu Gin Val lie Gin Arg Ala Glu Arg 
50 55 60 



Leu Asp Val Leu Glu Gin Gin Arg lie Gly Arg Leu Val Glu Arg Leu 
65 70 75 80 



Glu Thr Met Arg Arg Asn Val Met Gly Asn Gly Leu Ser Gin Cys Leu 
85 90 95 



Leu Cys Gly Glu Val Leu Gly Phe Leu Gly Ser Ser Ser Val Phe Cys 
100 105 110 



Lys Asp Cys Arg Lys Val Trp Lys Arg Ser Gly Ala Trp Phe Tyr Lys 
115 120 125 



Gly Leu Pro Lys Tyr lie Leu Pro Leu Lys Thr Pro Gly Arg Ala Asp 
130 135 140 



Glu Pro Gin Phe Arg Pro Trp Pro Thr Glu Pro Ala Glu Arg Glu Pro 
145 150 155 160 



Arg Ser Ser Glu Thr Ser Arg lie Tyr Thr Trp Ala Arg Gly Arg Val 
165 170 175 



Val Ser Ser Asp Ser Asp Ser Asp Ser Asp Leu Ser Ser Ser Ser Leu 
180 185 190 



Glu Asp Arg Leu Pro Ser Thr Gly Val Arg Asp Arg Lys Gly Asp Lys 
195 200 205 



Pro Trp Lys Glu Ser Gly Gly Ser Val Glu Ala Pro Arg Met Gly Phe 
210 215 220 



Thr Gin Pro Ala Gly His Leu Phe Gly Leu Gin Ser Ser Leu Ala Ser 
225 230 235 240 



Gly Glu Thr Gly Thr Gly Ser Ala Asp Pro Pro Gly Gly Gly Thr Gly 




245 250 255 

Ser Ala Asp Pro Pro Gly Gly Pro Arg Pro Gly Leu Thr Arg Arg Ala 
260 265 270 

Pro Val Lys Asp Thr Pro Gly Arg Ala Pro Ala Ala Asp Ala Ala Pro 
275 280 285 

Ala Gly Pro Ser Ser Cys Leu Gly 
290 295 

<210> 3 

<211> 2472 

<212> DNA 

<213> HOMO SAPIEN 



<400> 3 



UUO L w V L- W O \- 


ctggaacacc 


tcgggtcacc 


cccgacaacg 


qtqqtqqqaq 


ggagagcggc 


60 


^ , ^"^'^ , 't _ ^'p1~^ , ^ , 




ctgtctgggt 


gaagcccctc 


tgttcccgag 


gatcgtccca 


120 


acccccagcc 


gggtgctccg 


agccatggcc 


gacaccatct 


tcggcagcgg 


gaatgatcag 


180 


tgggtttgcc 


ccaatgaccg 


gcagcttgcc 


cttcgagcca 


agctgcagac 


gggctggtcc 


Z 4 U 


gtgcacacct 


accagacgga 


gaagcagagg 


aggaagcagc 


acctcagccc 


ggcggaggtg 


300 


gaggccatcc 


tgcaggtcat 


ccagagggca 


gagcggctcg 


acgtcctgga 


gcagcagaga 


360 


atcgggcggc 


tggtggagcg 


gctggagacc 


atgaggcgga 


atgtgatggg 


gaacggcctg 


420 


tcccagtgtc 


tgctctgcgg 


ggaggtgctg 


ggcttcctgg 


gcagctcgtc 


ggtgttctgc 


480 


aaagactgca 


ggaagaaagt 


ctgcaccaaa 


tgtgggatcg 


aggcctcccc 


tggccagaag 


540 


cggcccctgt 


ggctgtgtaa 


gatctgcagt 


gagcaaagag 


aggtctggaa 


gaggtcgggg 


600 


gcctggttct 


acaaagggct 


ccccaagtat 


atcttgcccc 


tgaagacccc 


tggccgagct 


660 


gatgaccccc 


acttccgacc 


tttgcccacg 


gaaccggcag 


agcgagagcc 


cagaagctct 


720 


gagaccagcc 


gcatctacac 


gtgggcccga 


ggaagagtgg 


tttccagtga 


cagtgacagt 


780 


gactcggatc 


ttagctcctc 


cagcctagag 


gacagactcc 


catccactgg 


ggtcagggac 


840 


cggaaaggcg 


acaaaccctg 


gaaggagtca 


ggtggcagcg 


tggaggcccc 


caggatgggg 


900 


ttcacccaac 


ccgcgggcca 


cctctttggg 


ttgcagagca 


gcctggccag 


tggtgagacg 


960 


ggcacaggct 


ctgctgaccc 


gccaggggga 


gggacaggct 


ctgctgaccc 


gccaggggga 


1020 


ccccgccccg 


ggctgacccg 


aagggccccg 


gtaaaagaca 


cacctggacg 


agcccccgct 


1080 







• 






• 




gctgacgcag 


ctccagcagg 


cccctccagc 


tgcctgggct 


gaggtgtctg 


gtgcctggaa 


1140 


cagacttccc 


tgtggaggat 


tcctgccaga 


ccctgcccgg 


ctcctccctg 


accggtcctt 


1200 


gtgccctcac 


cagacaccct 


gttggccatg 


actcaacaaa 


ccagtgttgg 


gagccgtctg 


1260 


cctccccagc 


tcagtgcctt 


tctgcacccc 


ttctctcctg 


gggagctgtc 


tgcatccgcc 


1320 


accccctcca 


accactgccc 


tcagcccccg 


accttattta 


ttaccctccc 


ctcccacacc 


1380 


cccaatctac 


ctggtgatga 


ttttaagttt 


gcgcgtgtct 


tgggttgggc 


tggggggttt 


1440 


cccacatgca 


gtgtcagagg 


ggccgcccgg 


tggggctatc 


tccgttgcta 


tattaatggc 


1500 


aagactaaat 


gaaacctagg 


gcacggcctc 


cgaagctgcg 


tgtggcccct 


tagaggtgag 


1560 


catcagagcc 


agagcagtga 


gggggagact 


cacccaccct 


ctccctctcc 


cttcagctct 


1620 


gggaggcagg 


cgcagtgccc 


ccctcccatg 


ggctggccca 


ggaccgcggg 


tgaaacctgg 


1680 


gtctgtttag 


tttctttggt 


ttttgtatgt 


ttgtttgttt 


ttgacacagt 


ctcgctttgt 


1740 


tgcccaggct 


ggggtgcagt 


ggcacgatcg 


cggctcactg 


caacctccac 


ctcccgggct 


1800 


caagcgattc 


tctcacctca 


gcctcctgag 


taggtgggat 


tacagatgcc 


cgccaccaca 


1860 


cccagttaat 


ttttgtattt 


ttagaagaga 


tggggtttct 


ccatgttggc 


caggctggtc 


1920 


ttgaactcct 


ggtctcaagt 


gatccgcccg 


cctcggcctc 


ccaaagtgct 


gggattacag 


1980 


gtgtgagcca 


ccgcacccaa 


tcctattagg 


tttctttgaa 


tcccctcatg 


gcctgcctgg 


2040 


tttttgctca 


gcctgtcttc 


agcttgagga 


gctgggaagc 


tctggtggat 


gctatgaact 


2100 


cacttgctga 


agagcagcgt 


tcaggtgcat 


ccccagccag 


ggcacgtggc 


tccctcagcc 


2160 


atgaattcac 


ttctcttcag 


gaggtttggc 


ttggcatgaa 


aatacttcat 


tcagagtatg 


2220 


ggcaaatgct 


tctggaaaac 


ccttccctga 


agagagagaa 


cgtgtgtgtg 


tgtgtcggtg 


2280 


atcacaccct 


cccatccttc 


ctgcctcctg 


ccccaaaccc 


cgggttcctg 


ggtctggaag 


2340 


ggccttctct 


ccaagctggg 


agctcctggg 


cccccaccat 


tcactttttg 


tccttgctgc 


2400 


tggcaaacag 


taaagaaact 


cactttccct 


gtggcacgtt 


atgcttcaga 


attaaaacaa 


2460 


tgaagattaa 


aa 










2472 



<210> 4 

<211> 325 

<212> PRT 

<213> HOMO SAPIEN 

<400> 4 

Met Ala Asp Thr lie Phe Gly Ser Gly Asn Asp Gin Trp Val Cys Pro 



10 15 



Asn Asp Arg Gin Leu Ala Leu Arg Ala Lys Leu Gin Thr Gly Trp Ser 
20 25 30 



Val His Thr Tyr Gin Thr Glu Lys Gin Arg Arg Lys Gin His Leu Ser 
35 40 45 



Pro Ala Glu Val Glu Ala lie Leu Gin Val lie Gin Arg Ala Glu Arg 
50 55 60 



Leu Asp Val Leu Glu Gin Gin Arg lie Gly Arg Leu Val Glu Arg Leu 
65 70 75 80 



Glu Thr Met Arg Arg Asn Val Met Gly Asn Gly Leu Ser Gin Cys Leu 
85 90 95 



Leu Cys Gly Glu Val Leu Gly Phe Leu Gly Ser Ser Ser Val Phe Cys 
100 105 110 



Lys Asp Cys Arg Lys Lys Val Cys Thr Lys Cys Gly lie Glu Ala Ser 
115 120 125 



Pro Gly Gin Lys Arg Pro Leu Trp Leu Cys Lys lie Cys Ser Glu Gin 
130 135 140 



Arg Glu Val Trp Lys Arg Ser Gly Ala Trp Phe Tyr Lys Gly Leu Pro 
145 150 155 160 



Lys Tyr lie Leu Pro Leu Lys Thr Pro Gly Arg Ala Asp Asp Pro His 
165 170 175 



Phe Arg Pro Leu Pro Thr Glu Pro Ala Glu Arg Glu Pro Arg Ser Ser 
180 185 190 



Glu Thr Ser Arg lie Tyr Thr Trp Ala Arg Gly Arg Val Val Ser Ser 
195 200 205 



Asp Ser Asp Ser Asp Ser Asp Leu Ser Ser Ser Ser Leu Glu Asp Arg 
210 215 220 



Leu Pro Ser Thr Gly Val Arg Asp Arg Lys Gly Asp Lys Pro Trp Lys 
225 230 235 240 




Glu Ser Gly Gly Ser Val Glu Ala Pro Arg Met Gly Phe Thr Gin Pro 
245 250 255 

Ala Gly His Leu Phe Gly Leu Gin Ser Ser Leu Ala Ser Gly Glu Thr 
260 265 270 

Gly Thr Gly Ser Ala Asp Pro Pro Gly Gly Gly Thr Gly Ser Ala Asp 
275 280 285 

Pro Pro Gly Gly Pro Arg Pro Gly Leu Thr Arg Arg Ala Pro Val Lys 
290 295 300 

Asp Thr Pro Gly Arg Ala Pro Ala Ala Asp Ala Ala Pro Ala Gly Pro 
305 310 315 320 

Ser Ser Cys Leu Gly 

325 

<210> 5 

<211> 2538 

<212> DNA 

<213> HOMO SAPIEN 

<400> 5 



ggctcctcat 


ctggaacacc 


tcgggtcacc 


cccgacaacg 


gtggtgggag 


ggagagcggc 


60 


ctcctcctcc 


ctggtggggc 


ctgtctgggt 


gaagcccctc 


tgttcccgag 


gatcgtccca 


120 


acccccagcc 


gggtgctccg 


agccatggcc 


gacaccatct 


tcggcagcgg 


gaatgatcag 


180 


tgggtttgcc 


ccaatgaccg 


gcagcttgcc 


cttcgagcca 


agcactgact 


gcacagcagt 


240 


gaacaggacc 


aacacagtcc 


ctggtcttaa 


agcacaggtg 


ggcagaggct 


gcagacgggc 


300 


tggtcggtgc 


acacctacca 


gacggagaag 


cagaggagga 


agcagcacct 


cagcccggcg 


360 


gaggtggagg 


ccatcctgca 


ggtcatccag 


agggcagagc 


ggctcgacgt 


cctggagcag 


420 


cagagaatcg 


ggcggctggt 


ggagcggctg 


gagaccatga 


ggcggaatgt 


gatggggaac 


480 


ggcctgtccc 


agtgtctgct 


ctgcggggag 


gtgctgggct 


tcctgggcag 


ctcgtcggtg 


540 


ttctgcaaag 


actgcaggaa 


gaaagtctgc 


accaaatgtg 


ggatcgaggc 


ctcccctggc 


600 


cagaagcggc 


ccctgtggct 


gtgtaagatc 


tgcagtgagc 


aaagagaggt 


ctggaagagg 


660 


tcgggggcct 


ggttctacaa 


agggctcccc 


aagtatatct 


tgcccctgaa 


gacccctggc 


720 


cgagctgatg 


acccccactt 


ccgacctttg 


cccacggaac 


cggcagagcg 


agagcccaga 


780 







• 
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cy a u uc uc uc 


a ppi" a ftf f t* 
clCC L-CciyCL- U 


P , P , 4" pfapr4- aprpT 

ULiyay uayy 


+- pt pt pt a 1 — t~ ap"a 
LyuyaL uau-a 


pra+- PTP , ^ , P , PTP'P , 
y ci i— y \ . y • v_> 


1920 


dLCdCdCCCd 


pf4- 4-aa4-4-4-4-4- 
y LLaaLLLLL 


ULaLLLLLaU 


a a rr a pt a "I - ptpipt 
ci cj. y a. y ci uy y y 


ftf- 4- 4- p>4- c C^f" 


y v_ y y cl y y 


1980 


f 4- n" ft 4~ /"ft - 4- r a 

uuyy tuu u y a 


a p*4- f f\~ pfpr4- c 
aCLCCUyy U C 


uocicty uya i— u- 


p , prp'p'p , pfp*p*"r p* 


pfpf rrt" pppaa 


f\ rrt" prr*i~ pfPTPis 

o y y y y y c* 


2040 


a P3 ft ff\~ pf 4- 

Ludoayyuy L 


pt a nppa c c fx c 

yayccaccyo 


ClCCCClClL,CCL. 


a"f~"l~ a pt pt +■ 4~ +• (-> 
du Layy u. u lu 


l. l. uyaa lulu 


p*4- paf PrPTP , P , i~ 
UUUQ Ly yUU U 


2100 


gcctggt t t t 


4" f* f 4- f a ft f* f 4~ 

LgcucayccL 


pt4- p"l" f" pa ft f 4~ 

y ill ucaycu 


4-^a ptpt a pt p*i~ pt 
Ly ayy dy ULy 


pfpraapfP'4- p , 4-pr 
yyciciyu. l. uy 


PT+PPTPT^i - PT P" 4" a 

y uyya uyuiu 


2160 


tydaCLCdCt 


4~ ft 4~ ft a a ft a 

Lyctyddydy 


caycy uucay 


PT"t" fTpot - f* fT^f* 

y LytaLLLLL 


a ptp'P'^i pfPTPTP'^i 
ayuLay yyuci 


C pf +- pr PT p* I - C P* P* 
u- y LyyuL u* u u- 


2220 


4" /"** 3 ft fi fi "Tl 4" P-f a 

LCa.yCCa.L-ya. 


a4"+"/^ai^ , 4T4Ti"4r 

acccacL. L.CL 


cu tudyyayy 


4-4-4/-rfPTP , "t"i~PfPf 


Vw> CL \-J Cl Cl Cl Cl I— CX 


O t_ 1 V CL 1 u cl y 


2280 


agt at gggca 


aatgcttctg 


pt a a aaop , i^4"4~ 

yaaaacccL-u 


f~i p* p* *t~ pt is a Pt a pt 
ccc uyaayay 


a pt a pt a a p^pt +■ pt 
ay ctyaciuy ^-y 


t" pf t" pf t" pf t" pf +■ pf 

yy y y y 


2340- 


teggtgatea 


caccctccca 


tccttcctgc 


ctcctgcccc 


aaaccccggg 


ttcctgggtc 


2400 


tggaagggee 


ttctctccaa 


gctgggagct 


cctgggcccc 


caccattcac 


tttttgtcct 


2460 



tgctgctggc aaacagtaaa gaaactcact ttccctgtgg cacgttatgc ttcagaatta 2520 
aaacaatgaa gattaaaa 2538 



<210> 6 

<211> 243 

<212> PRT 

<213> HOMO SAPIEN 

<400> 6 

Met Arg Arg Asn Val Met Gly Asn Gly Leu Ser Gin Cys Leu Leu Cys 
15 10 15 



Gly Glu Val Leu Gly Phe Leu Gly Ser Ser Ser Val Phe Cys Lys Asp 
20 25 30 



Cys Arg Lys Lys Val Cys Thr Lys Cys Gly lie Glu Ala Ser Pro Gly 
35 40 45 



Gin Lys Arg Pro Leu Trp Leu Cys Lys lie Cys Ser Glu Gin Arg Glu 
50 55 60 



Val Trp Lys Arg Ser Gly Ala Trp Phe Tyr Lys Gly Leu Pro Lys Tyr 
65 70 75 80 



lie Leu Pro Leu Lys Thr Pro Gly Arg Ala Asp Asp Pro His Phe Arg 
85 90 95 



Pro Leu Pro Thr Glu Pro Ala Glu Arg Glu Pro Arg Ser Ser Glu Thr 
100 105 110 



Ser Arg lie Tyr Thr Trp Ala Arg Gly Arg Val Val Ser Ser Asp Ser 
115 120 125 



Asp Ser Asp Ser Asp Leu Ser Ser Ser Ser Leu Glu Asp Arg Leu Pro 
130 135 140 



Ser Thr Gly Val Arg Asp Arg Lys Gly Asp Lys Pro Trp Lys Glu Ser 
145 150 155 160 



Gly Gly Ser Val Glu Ala Pro Arg Met Gly Phe Thr Gin Pro Ala Gly 
165 170 175 



His Leu Phe Gly Leu Gin Ser Ser Leu Ala Ser Gly Glu Thr Gly Thr 



180 



185 



190 



Gly Ser Ala Asp Pro Pro Gly Gly Gly Thr Gly Ser Ala Asp Pro Pro 
195 200 205 



Gly Gly Pro Arg Pro Gly Leu Thr Arg Arg Ala Pro Val Lys Asp Thr 
210 215 220 



Pro Gly Arg Ala Pro Ala Ala Asp Ala Ala Pro Ala Gly Pro Ser Ser 
225 230 235 240 



Cys Leu Gly 



<210> 7 

<211> 2592 

<212> DNA 

<213> HOMO SAPIEN 



<400> 7 



ggctcctcat 


ctggaacacc 


tcgggtcacc 


cccgacaacg 


gtggtgggag 


ggagagcggc 


60 


ctcctcctcc 


ctggtggggc 


ctgtctgggt 


gaagcccctc 


tgttcccgag 


gatcgtccca 


120 


acccccagcc 


gggtgctccg 


agccatggcc 


gacaccatct 


tcggcagcgg 


gaatgatcag 


180 


tgggtttgcc 


ccaatgaccg 


gcagcttgcc 


cttcgagcca 


agctgcagac 


gggctggtcc 


240 


gtgcacacct 


accagacgga 


gaagcagagg 


aggaagcagc 


acctcagccc 


ggcggaggtg 


300 


gaggccatcc 


tgcaggtcat 


ccagagggca 


gagcggctcg 


acgtcctgga 


gcagcagaga 


360 


atcgggcggc 


tggtggagcg 


gctggagacc 


atgaggcgga 


atgtgatggg 


gaacggcctg 


420 


tcccagtgtc 


tgctctgcgg 


ggaggtgctg 


ggcttcctgg 


gcagctcgtc 


ggtgttctgc 


480 


aaagactgca 


ggaagaaagt 


ctgcaccaaa 


tgtgggatcg 


aggcctcccc 


tggccagaag 


540 


cggcccctgt 


ggctgtgtaa 


gatctgcagt 


gagcaaagag 


aggtctggaa 


gaggtcgggg 


600 


gcctggttct 


acaaagggct 


ccccaagtat 


atcttgcccc 


tgaagacccc 


tggccgagct 


660 


gatgaccccc 


acttccgacc 


tttgcccacg 


gaaccggcag 


agcgagagcc 


cagaagctct 


720 


gagaccagcc 


gcatctacac 


gtgggcccga 


ggaagagtcg 


taggaagaaa 


gtgctgatcc 


780 


acgctgcagc 


ctggatgagt 


ccttgaaaac 


accatgcgaa 


gtggaagaag 


ccggagacga 


840 


aaggccgcgt 


gttgtgtgat 


ctcatctata 


tgagcagtgg 


tttccagtga 


cagtgacagt 


900 


gactcggatc 


ttagctcctc 


cagcctagag 


gacagactcc 


catccactgg 


ggtcagggac 


960 




cggaaaggcg 


acaaaccctg 


gaaggagtca 


ttcacccaac 


ccgcgggcca 


cctctttggg 


ggcacaggct 


ctgctgaccc 


gccaggggga 


ccccgccccg 


ggctgacccg 


aagggccccg 


gctgacgcag 


ctccagcagg 


cccctccagc 


cagacttccc 


tgtggaggat 


tcctgccaga 


gtgccctcac 


cagacaccct 


gttggccatg 


cctccccagc 


tcagtgcctt 


tctgcacccc 


accccctcca 


accactgccc 


tcagcccccg 


cccaatctac 


ctggtgatga 


ttttaagttt 


cccacatgca 


gtgtcagagg 


ggccgcccgg 


aagactaaat 


gaaacctagg 


gcacggcctc 


catcagagcc 


agagcagtga 


gggggagact 


gggaggcagg 


cgcagtgccc 


ccctcccatg 


gtctgtttag 


tttctttggt 


ttttgtatgt 


tgcccaggct 


ggggtgcagt 


ggcacgatcg 


caagcgattc 


tctcacctca 


gcctcctgag 


cccagttaat 


ttttgtattt 


ttagaagaga 


ttgaactcct 


ggtctcaagt 


gatccgcccg 


gtgtgagcca 


ccgcacccaa 


tcctattagg 


tttttgctca 


gcctgtcttc 


agcttgagga 


cacttgctga 


agagcagcgt 


tcaggtgcat 


atgaattcac 


ttctcttcag 


gaggtttggc 


ggcaaatgct 


tctggaaaac 


ccttccctga 


atcacaccct 


cccatccttc 


ctgcctcctg 


ggccttctct 


ccaagctggg 


agctcctggg 


tggcaaacag 


taaagaaact 


cactttccct 


tgaagattaa 


aa 









• 




ggtggcagcg 


tggaggcccc 


caggatgggg 


1 n o a 
1UZU 


ttgcagagca 


gcctggccag 


tggtgagacg 


i n r n 

1U0U 


gggacaggct 


ctgctgaccc 


gccaggggga 


11 1 u 


gtaaaagaca 


cacctggacg 


agcccccgct 


1ZUU 


tgcctgggct 


gaggtgtctg 


gtgcctggaa 


1260 


ccctgcccgg 


ctcctccctg 


accggtcctt 


i Ton 
1 JZU 


act caacaaa 


ccagtgttgg 


gagccgtctg 


t o o n 
loo U 


ttctctcctg 


gggagctgtc 


tgcatccgcc 


1440 


_ __.J_.l_ 4—4-^. — , 

accttattta 


ttaccctccc 


ctcccacacc 


1500 


gcgcgtgtct 


tgggttgggc 


tggggggttt 


1 CCA 
IJOU 


tggggctatc 


tccgttgcta 


tattaat ggc 




cgaagctgcg 


tgtggcccct 


tagaggtgag 


1680 


cacccaccct 


ctccctctcc 


cttcagctct 


1 / 4 U 


ggctggccca 


ggaccgcggg 


tgaaacctgg 


i q n n 
1 o u U 


4- 4- »4- 4- 4- 4- 4- 

ttgtttgttt 


ttgacacagt 


ctcgctttgt 


lb OU 


cggctcactg 


caacctccac 


ct cccgggct 


i y z u 


taggtgggat 


tacagatgcc 


cgccaccaca 


i y a u 


4_ , .... 1 1 1 - _ 

tggggtttct 


ccatgttggc 


caggctggtc 


ZU 4 U 


cctcggcctc 


ccaaagtgct 


gggattacag 


Z 1 U U 


tttctttgaa 


tcccctcatg 


gcctgcctgg 


Z 1 bU 


gctgggaagc 


tctggtggat 


gctatgaact 


o o o n 
Z Z Z U 


ccccagccag 


ggcacgtggc 


tccctcagcc 


o o q n 
ZZ 0 u 


ttggcatgaa 


aatacttcat 


t cagagt atg 


Z o 4 U 


agagagagaa 


cgtgtgtgtg 


tgtgtcggtg 


z4 UU 


ccccaaaccc 


cgggttcctg 


ggtctggaag 


z 4 fc>U 


cccccaccat 


tcactttttg 


tccttgctgc 


2520 


gtggcacgtt 


atgcttcaga 


attaaaacaa 


2580 



2592 



<210> 8 

<211> 210 

<212> PRT 

<213> HOMO SAPIEN 

<400> 8 

Met Ala Asp Thr lie Phe Gly Ser Gly Asn Asp Gin Trp Val Cys Pro 
15 10 15 



Asn Asp Arg Gin L su Ala. Lbu Airg Ala Lys Lsu Gin Thir Gly Trp Ssx 
20 25 30 



Val His Thr Tyr Gin Thr Glu Lys Gin Arg Arg Lys Gin His Leu Ser 
35 40 45 



Pro Ala Glu Val Glu Ala lie Leu Gin Val lie Gin Arg Ala Glu Arg 
50 55 60 



Leu Asp Val Leu Glu Gin Gin Arg lie Gly Arg Leu Val Glu Arg Leu 
65 70 75 80 



Glu Thr Met Arg Arg Asn Val Met Gly Asn Gly Leu Ser Gin Cys Leu 
85 90 95 



Leu Cys Gly Glu Val Leu Gly Phe Leu Gly Ser Ser Ser Val Phe Cys 
100 105 110 



Lys Asp Cys Arg Lys Lys Val Cys Thr Lys Cys Gly lie Glu Ala Ser 
115 120 125 



Pro Gly Gin Lys Arg Pro Leu Trp Leu Cys Lys lie Cys Ser Glu Gin 
130 135 140 



Arg Glu Val Trp Lys Arg Ser Gly Ala Trp Phe Tyr Lys Gly Leu Pro 
145 150 155 160 



Lys Tyr lie Leu Pro Leu Lys Thr Pro Gly Arg Ala Asp Asp Pro His 
165 170 175 



Phe Arg Pro Leu Pro Thr Glu Pro Ala Glu Arg Glu Pro Arg Ser Ser 
180 185 190 



Glu Thr Ser Arg lie Tyr Thr Trp Ala Arg Gly Arg Val Val Gly Arg 
195 200 205 



Lys Cys 
210 



<210> 9 

<211> 2658 

<212> DNA 

<213> HOMO SAPIEN 

<400> 9 

ggctcctcat ctggaacacc 



ctcctcctcc ctggtggggc 
acccccagcc gggtgctccg 
tgggtttgcc ccaatgaccg 
gaacaggacc aacacagtcc 
tggtccgtgc acacctacca 
gaggtggagg ccatcctgca 
cagagaatcg ggcggctggt 
ggcctgtccc agtgtctgct 
ttctgcaaag actgcaggaa 
cagaagcggc ccctgtggct 
tcgggggcct ggttctacaa 
cgagctgatg acccccactt 
agctctgaga ccagccgcat 
tgatccacgc tgcagcctgg 
agacgaaagg ccgcgtgttg 
gacagtgact cggatcttag 
agggaccgga aaggcgacaa 
atggggttca cccaacccgc 
gagacgggca caggctctgc 
gggggacccc gccccgggct 
cccgctgctg acgcagctcc 
ctggaacaga cttccctgtg 



tcgggtcacc 
ctgtctgggt 
agccatggcc 
gcagcttgcc 
ctggtcttaa 
gacggagaag 
ggtcatccag 
ggagcggctg 
ctgcggggag 
gaaagtctgc 
gtgtaagatc 
agggctcccc 
ccgacctttg 
ctacacgtgg 
atgagtcctt 
tgtgatctca 
ctcctccagc 
accctggaag 
gggccacctc 
tgacccgcca 
gacccgaagg 
agcaggcccc 
gaggattcct 



cccgacaacg 
gaagcccctc 
gacaccatct 
cttcgagcca 
agcacaggtg 
cagaggagga 
agggcagagc 
gagaccatga 
gtgctgggct 
accaaatgtg 
tgcagtgagc 
aagtatatct 
cccacggaac 
gcccgaggaa 
gaaaacacca 
tctatatgag 
ctagaggaca 
gagtcaggtg 
tttgggttgc 
ggggggggga 
gccccggtaa 
tccagctgcc 
gccagaccct 



gtggtgggag 
tgttcccgag 
tcggcagcgg 
agcactgact 
ggcagaggct 
agcagcacct 
ggctcgacgt 
ggcggaatgt 
tcctgggcag 
ggatcgaggc 
aaagagaggt 
tgcccctgaa 
cggcagagcg 
gagtcgtagg 
tgcgaagtgg 
cagtggtttc 
gactcccatc 
gcagcgtgga 
agagcagcct 
caggctctgc 
aagacacacc 
tgggctgagg 
gcccggctcc 



ggagagcggc 
gatcgtccca 
gaatgatcag 
gcacagcagt 
gcagacgggc 
cagcccggcg 
cctggagcag 
gatggggaac 
ctcgtcggtg 
ctcccctggc 
ctggaagagg 
gacccctggc 
agagcccaga 
aagaaagtgc 
aagaagccgg 
cagtgacagt 
cactggggtc 
ggcccccagg 
ggccagtggt 
tgacccgcca 
tggacgagcc 
tgtctggtgc 
tccctgaccg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 



gtccttgtgc cctcaccaga caccctgttg gccatgactc aacaaaccag tgttgggagc 1440 



aaacaatgaa gattaaaa 



<210> 10 

<211> 128 

<212> PRT 

<213> HOMO SAPIEN 

<400> 10 



Met Arg Arg Asn Val Met Gly Asn Gly Leu Ser Gin Cys Leu Leu Cys 
15 10 15 



1500 
1560 



cgtctgcctc cccagctcag tgcctttctg caccccttct ctcctgggga gctgtctgca 
tccgccaccc cctccaacca ctgccctcag cccccgacct tatttattac cctcccctcc 

cacaccccca atctacctgg tgatgatttt aagtttgcgc gtgtcttggg ttgggctggg 1620 

gggtttccca catgcagtgt cagaggggcc gcccggtggg gctatctccg ttgctatatt 1680 

aatggcaaga ctaaatgaaa cctagggcac ggcctccgaa gctgcgtgtg gccccttaga 17 40 

ggtgagcatc agagccagag cagtgagggg gagactcacc caccctctcc ctctcccttc 1800 

agctctggga ggcaggcgca gtgcccccct cccatgggct ggcccaggac cgcgggtgaa 18 60 

acctgggtct gtttagtttc tttggttttt gtatgtttgt ttgtttttga cacagtctcg 1920 

ctttgttgcc caggctgggg tgcagtggca cgatcgcggc tcactgcaac ctccacctcc 1980 

cgggctcaag cgattctctc acctcagcct cctgagtagg tgggattaca gatgcccgcc 2040 

accacaccca gttaattttt gtatttttag aagagatggg gtttctccat gttggccagg 2100 

ctggtcttga actcctggtc tcaagtgatc cgcccgcctc ggcctcccaa agtgctggga 2160 

ttacaggtgt gagccaccgc acccaatcct attaggtttc tttgaatccc ctcatggcct 2220 

gcctggtttt tgctcagcct gtcttcagct tgaggagctg ggaagctctg gtggatgcta 2280 

tgaactcact tgctgaagag cagcgttcag gtgcatcccc agccagggca cgtggctccc 2340 

tcagccatga attcacttct cttcaggagg tttggcttgg catgaaaata cttcattcag 2400 

agtatgggca aatgcttctg gaaaaccctt ccctgaagag agagaacgtg tgtgtgtgtg 24 60 

tcggtgatca caccctccca tccttcctgc ctcctgcccc aaaccccggg ttcctgggtc 2520 
tggaagggcc ttctctccaa gctgggagct cctgggcccc caccattcac tttttgtcct 



2580 



tgctgctggc aaacagtaaa gaaactcact ttccctgtgg cacgttatgc ttcagaatta 2640 



2658 



Gly Glu Val Leu Gly Phe Leu Gly Ser Ser Ser Val Phe Cys Lys Asp 



20 



25 



30 



Cys Arg Lys Lys Val Cys Thr Lys Cys Gly lie Glu Ala Ser Pro Gly 



35 



40 



45 



Gin Lys Arg Pro Leu Trp Leu Cys Lys lie Cys Ser Glu Gin Arg Glu 



50 



55 



60 



Val Trp Lys Arg Ser Gly Ala Trp Phe Tyr Lys Gly Leu Pro Lys Tyr 



65 



70 



75 



80 



lie Leu Pro Leu Lys Thr Pro Gly Arg Ala Asp Asp Pro His Phe Arg 



85 



90 



95 



Pro Leu Pro Thr Glu Pro Ala Glu Arg Glu Pro Arg Ser Ser Glu Thr 



100 



105 



110 



Ser Arg lie Tyr Thr Trp Ala Arg Gly Arg Val Val Gly Arg Lys Cys 
115 120 125 



